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Abstract

Moon turbans (Family Turinidae) distributed at the shallow waters along the coast
in the tropics and the temperate zone. They were the important economic fishery in
Taiwan. In resent years, the populations of turban snails were decreased evidently
because of the disappearance of the natural habitats and overfishing. The related species
called “moon turban” can be distinguished into Lunella coronata (Gmelin, 1818), L.
granulata (Gmelin, 1791) and L. cinerea (Born, 1778). To study the morphologic and
genetic variations of turban snails, the moon turban of Taiwan, Penghu, Kinmen and
Matsu were examined. Cytochrome c oxidase subunit I (COI) in mtDNA were amplified
to analyses the genetic variation. The haplotype were grouped into four clades : (1)
Penghu area; (2) Shihmen (Taipei), Liaolo (Kinmen) and Wukan (Penghu); (3) Shihmen
(Taipei) and Gangzai (Pingtung); (4) Liaolo (Kinmen) and Matsu area. Lunella
granulate were the widely distributed moon turbans around Taiwan. The dominate
haplotypes were different among locations. The specimens from Gangzai, with smooth
shell surface, were morphologically recognized as L. cinerea were an ecotype of L.
granulata. The genetic information are importance for conservation and management of
natural resources.

Keywords: Turban Snails, Morphological Taxonomy, Genotype, Phylogenetic Tree,
Cytochrome c oxidase subunit |
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